are in close agreement with those determined by normal probability plots of melting data. Since DNA base compositions ranged from 32.4 to 51.9% GC, heterogeneity within the genus Lactobacillus is quite evident. This observation is not unique for the lactobacilli because compositional heterogeneity has also been reported within other genera: Proteus, 39 to 50% (9); Neisseria, 40 to 50% (6, 14); Mycoplasma, 24 to 41 % (15, 20); and Bacillus, 33 to 50% (14).
Gasser and Mandel (10) compared the results of buoyant density determinations of deoxyribonucleic acid (DNA) isolated from various lactobacilli with results previously obtained by chemical analysis (11) and by thermal denaturation (Tm; [1] [2] [3] [4] [5] (16) (17) (18) . Lactobacilli were grown in MRS-medium (7) at their optimal growth temperature, 32 or 37 C; S. inulinus was grown in lactic broth (8) at 37 C. Lactobacillus helveticus and S. inulinus were susceptible to lysis by the addition of lysozyme and then sodium lauryl sulfate. The remaining lactobacilli were lysed by using a dual enzyme system containing lysozyme and lytase (BBL). When necessary, cellular suspensions were heated at 70 C for 30 to 60 min and cooled to room temperature prior to the addition of the above enzymes. The rest of the extraction procedure was by the method of Marmur (13); however, subtilisin (20 ,ug/ml) was added to remove ribonuclease. Tm values of purified DNA extracts were determined with a Gilford (Model 2000) automatic spectrophotometer. The Tm values recorded were calculated as described by Marmur and Doty (14) and by normal probability plots of melting data (12) . Moles % GC was calculated according to the linear relation of Marmur and Doty (14) .
All DNA preparations gave monophasic absorbance-temperature denaturation profiles, and the compositional distribution of DNA molecules was relatively narrow and unimodal. The Tm values reported are an average of at least two determinations and were reproducible for a given sample within 0.3 C; the Tm values for different DNA preparations of the same culture were also reproducible within 0.3 C.
Tm and moles % GC values of recognized species of lactobacilli are given in Table 1 . The Tm values calculated as described by Marmur and Doty (14) are in close agreement with those determined by normal probability plots of melting data. Since DNA base compositions ranged from 32.4 to 51.9% GC, heterogeneity within the genus Lactobacillus is quite evident. This observation is not unique for the lactobacilli because compositional heterogeneity has also been reported within other genera: Proteus, 39 to 50% (9); Neisseria, 40 to 50% (6, 14) ; Mycoplasma, 24 to 41 % (15, 20) ; and Bacillus, 33 to 50% (14) .
Comparisons of data from this study with compiled GC contents for lactobacilli from previous reports (1) (2) (3) (4) (5) 10) (Table 2) as well as by chemical analyses (11) . The variations observed between our data and that previously reported by Cantoni and associates may be from the use of different strains, improper species designation, or inaccuracies in the physical determinations.
On the basis of GC content, the lactobacilli were placed in three groups similar to those proposed by Gasser and Sebald (11) 
